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Applying genomics data science to learn new biology of aging and disease.
Research interests

Interested broadly in repetitive DNA and gene regulatory networks.

Thesis work is focused on retrotransposon activity in the human brain.
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Regev Lab, Broad Institute Cambridge, Massachusetts
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Darby, I. G., Miller, S. J., Xu, Y., Weins, A., Chloe-Villani, A., Chang, S. L., Kretzler, M., Rosenblatt-Rosen,
O., Shaw, J. L., Zimmerman, K. A., Clatworthy, M. R., Regev, A., Greka, A., “Protective role for kidney
TREM2high macrophages in obesity- and diabetes-induced kidney injury.” In: Cell reports 43 (6 May 23,
2024). DOI: |10.1016/j.celrep.2024.114253.
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Suljic, E., Mansour, A. A., Boulard, M., Parylak, S. L., Gage, F. H., “Long interspersed nuclear elements
safeguard neural progenitors from precocious differentiation.” In: Cell reports 43 (2 Feb. 13, 2024). por:
10.1016/j.celrep.2024.113774l
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and inclusion in STEM.” In: PloS one 18 (11 Nov. 2023). DOI: 10.1371/journal.pone.0293322.
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remodeling complexes revealed through single-cell perturbation screens.” In: Molecular cell 83 (8 Apr. 2023).
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Ryan, D. P., Weekes, C. D., Ferrone, C. R., Qadan, M., Aryee, M. J., Jain, R. K., Neuberg, D. S., Wo, J. Y.,
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Arnon, L., Malu, S., Cuoco, M. S., Zhao, M., Ager, C. R., Rogava, M., Hovey, L., Rotem, A., Bernatchez,
C., Wucherpfennig, K. W., Johnson, B. E., Rozenblatt-Rosen, O., Schadendorf, D., Regev, A., Izar, B., “Mul-
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and genetic mechanisms shape oncogenic programs in synovial sarcoma.” In: Nature medicine 27 (2 Jan. 27,
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Allon, S. J., Andrusivova, Z., Angelidis, I., Ashenberg, O., Bassler, K., Bécavin, C., Benhar, I., Bergenstrahle,
J., Bergenstrahle, L., Bolt, L., Braun, E., Bui, L. T., Callori, S., Chaffin, M., Chichelnitskiy, E., Chiou, J.,
Conlon, T. M., Cuoco, M. S., Cuomo, A. S. E., Deprez, M., Duclos, G., Fine, D., Fischer, D. S., Ghazanfar,
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K. A., Wadsworth, M. H., Waldman, J., Wang, X., Xu, K., Yan, W., Zhao, W., Ziegler, C. G. K., “Single-cell
meta-analysis of SARS-CoV-2 entry genes across tissues and demographics.” In: Nature medicine 27 (3 Mar.
2021). DOI: |10.1038/s41591-020-01227~-z.
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